The map was drawn based on the previously reported whole genome sequence of A. aeolicus VF5 strain (7). The genome of A. aeolicus consists of a single 1.55 Mbp chromosome and the flagellar genes are dispersed throughout the chromosome as small clusters. A. aeolicus has almost all flagellar genes conserved in Gram--negaFve bacteria except for some genes coding for FliM important for direcFonal switching of the flagellar motor, the transmembrane sensor proteins such like MCP (methyl--accepFng chemotaxis protein) or MLP (mcp--like--protein), and Che proteins involved in chemotacFc signaling pathway. 
